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Boundy-Mills tff5E2E 7> & 733ETH 72K 7008k S cerevisiae (Phaff Yeast Culture
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< Lzset st (SC+Pro (2% glucose, 0.5% ammonium sulfate, 0.17% yeast
nitrogen base without both amino acid and ammomiulfate [Difco Laboratories, Detroit, Ml,
USA], 0.1% proline, 0.04% leucine, 0.008% alanth®)8% asparagine, 0.008% aspartic acid,
0.008% glutamine, 0.008% glutamic acid, 0.008%siyst 0.008% glycine, 0.008% histidine,
0.008% isoleucine, 0.008% lysine, 0.008% methiqrir@8% phenylalanine, 0.008% serine,
0.008% threonine, 0.008% tryptophane, 0.008% vaifd®8% uracil, 0.008%, inositol 0.00§%
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F1LAVF 9k (satin 7 BT 74— (AA) IZBIFA7 ) HlE

Proline concentration (mg/L)

Strain Time (h) by Isatin by A. A. analyzer
S cerevisiae 24 990+ 10.¢ 1066+ 39;5
UCDEST 96-12 48 916+ 22.¢ 1100+ 9.2
72 1003+ 2.5 1162+ 5.2
L thermotorelans 24 800+ 18.¢ 807+ 18.C
UCDEST 04-833 48 181+ 0.C 208+ 14.¢
72 103+ 54.2 110+ 54.€
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