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FESPL4_R1.1_CHR5.G077240.1 NADH dehydrogenase subunit 6
FESPL4_R1.1_CHR5.G187670.1 ribosomal protein S4
FESPL4 R1.1_ CHR4.G057270.1 pathogeneis—related protein 10
FESPL4_SC1614.1.G000030.1 ribosomal protein S7
FESPL4 R1.1_ CHR8.G234260.1 glucan endo—1,3-beta—glucosidase
FESPL4_SC1046.1.G000050.1 succinate dehydorogenase subunit 3
FESPL4_SC0692.1.G000070.1 putative cytochrome—c oxidase
FESPL4_SC0748.1.G000030.1 putative cytochrome—c oxidase
FESPL4_R1.1_CHR4.G040730.1 hypothetical protein
FESPL4 _SC0656.1.G000080.1 hypothetical protein
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FESPL4_R1. 1_CHR3. G271360. cytochrome P450
FESPL4_R1. 1_CHR7. G224150. cystein proteinase inhibitor 1
FESPL4_R1. 1_CHR7. G244580. germin—-like protein subfamily 1 member 15
FESPL4_R1. 1_CHRI. G273180. Histone superfamily protein
FESPL4_R1. 1_CHR6. GO07210. peamaclein
FESPL4_R1. 1_CHR2. G235030. Histone H3.2
FESPL4_R1. 1_CHR6. G218390. germinal center kinase 1
FESPL4_R1. 1_CHR1. G273120. Histone H2A
FESPL4_R1. 1_CHRS. G237370. Histone H2A
FESPL4_R1.1_CHR6. G052200. Histone H3
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